
Figure S5: Heat-map of 100 typical differentially expressed genes. Dro_control 1–3, drought control
treatment; Drought 1–3, drought treatment samples; Re_control 1–3, rehydration control treatment;
Re_water 1–3, rehydration treatment samples. The red (Positive) and blue (Negative) colors indicate up-
and down-regulated genes, respectively
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